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1 

m#mi] ?2 hrt^lVTs - ^JI^-tV^X (Laclo 
har.il Ins helveticus) S*®^^ K^iM^ WtJ-g 

[«#gf2] 7^ hA'^X • (Lfltifl 
hacillus helveticus) ®&fe#iie^£fMKilJlfH p 

[H#Ji3] 5^ bA'^X • a.;^^-t*X (Lacto 
har.il Ins helveticus) ^ffiiJK^^H p 

CR (inverse PCR) STifiS"^ Z t\Z <fc 9#6tl-5 
Ec oRV-tM h&.tfB amH 1 1M h^T-S^T^ 
K^j^W^StatST^tvDNA, 

bacillus helveticus) ^i? hA^;i/X • ^\)V^ 
Jt>7, (Lactobacillus helveticus) SBT 2171 (FERM P-l 

4381) T&Zmim 1 ~ 3 (D^-rtl^ tClBKODNAo 
[tt*«5] W*«l~4©^-rn*M'f2«E©DNA 

[0 0 0 1] 

3^;|/X • 'VI^tVAX (Lactobacillus helveticus) \z 

^m-^-f^^m^yn^ it <&^od n a tc 
mmbx^^^mm^ y^^m^m±^^rcmm^ 

[0 0 0 2] 

mm^. m4fs.®mzyn<!7M$:m£.Tzz£j)W*> 

/^Kfr'JimsnT^-g. (Mol. Microbiol., vol.16, p. 
825, 1995) o ^0^y^h*«jii5'>/^««, 

te> 4#:rtOATP(7x/v->H'J>S?)*fiJffl1--5fc 

<D-e$>%, zn^-i-^cD^zf^vmm^yn^mt. a 

BCW&fynt? tmtnx&K). Higgins©#«&iSig 
m.tf%\inT^Z (Annu. Rev. Cell Biol., vol.8, p. 6 



(2) 

2 

7, 1992) o IS-W^-fTm, PTR7y = U-tCjg-T^ 
fcCQ-e&9. Steiner Met Dift££n£:t><Z>T&-5 (Mo 
1. Microbiol., vol.16, p. 825, 1995). r' 

mm^y/^mit. mmfttwzfa hycommm <c?n 
bymmti) ^mmLr^^^mm^noh^Th 
« 0 fg-<D?izf-c$>z>zfnhymmt)$:Pm-rz>^zf 
^Fffimfy/vrmz. ^<<n^x^m^nx^^ 

\zmm-?Zb<ntLT\$s ?2 hnyAX • (L 
io ar.tor.nr.r.us lactis) iiJfcCO^T^ Fffcji* >/^»75**D 
^n^OWS^fed. Biol. Chem., vol.264, p. H39 
l, 1994), L^U YivtlT. • 7 (Laciacji 
ecus lactis) *S1tCDfL&^T$>&cDT. 5>f h 
n-y^jT, • ^?^X (Lactococcus lactis) fi^*©^:/ 

H <h#T£-&U t i tz» 

[0 0 0 3] 

X (Lactobacillus helveticus) K^ii^> 
A^M^jg^TSpItgttd^-Sit^^ffibfeo ^il 
T. 7^ hA'f^X • ^vll^^flX (Lactobacillus h 

^>Ai7g^^-rSnJSgtt<DfeSDNA*^t#b, d 

co d n a ^m.^/vfc^ 9 -Tffimeg! vtz *mm 

hA*^;WX • ^Jl^jtiT* (Lactobacillu s helveticu 
s) **<0^^h*(aSliS'>/ , ?^ltjfte^S^tfDNA 

&m&Tz>z.t&wkmtrz>o &fz. *mw\z. 7t>v 

A*^;WX • ^iV^^tsT, (Lactobacillushelveticus) 

wkfutz*'?* vmsk9>w? nm£.mz&T& ^t>? 

>A^«$:*4$*fcffift35^iSi&U/c^7 p ^ H 
[0 0 0 4] 

hA'^l^X • (Lactobacillus helve 

liflia) Stiles £-&tfDN 



3 

13X (Lactobacillus helveticus) <D%kfrMmfc=?&. ffl 
fc, 5£ HA'fJPX • *\)V<7-<(137. (Lactobacillus h 

fiiveticiis) (Dm&fcm&f-zfflmmmHD a i tsjwt 

SditCcfcDtf'B.n&DNAS:, iMPCR (inversePC 
R) »Tl*eT*EiK:«fcD#Sn*Ec oRViM h 
SOTamHIW hSrWT-S^^ \*m$k*>rt99 

JK* • 'VM/^W *X (Lactobacillus helveticus) ff. 
?9 Y-n^-)V7, • 'VU^^-rfc* (Lactobacillus helve 
ticus) SBT 2171 (FERM P-14381)T?fc*BMBD NAT* 

'N!&T*3. 

[0 0 0 5] £TF, *5fiMfPViT. i¥U<ittHJ-r^.o 
*%BJ©^i7 • 'YM^-x^^X (Lactohacill 

us helveticus) fi*©^:^ F«9jM^ >A'^Sjte^ * 
^trDNAte, Delley<=>£>;£f£(Appl. Environ. Microb 
iol., vol.56, p. 1967, 1990)«T*»L/fc7f Ha'? 
JPX • 'Vl/^xV #7. (Lactobacillus helveticus) (0 
^fe&afcT £fMJE»*H p a I TftJWT * dtlrdcO 
#5It*«TS«. A*. *5fi"PiH*^T. 7^ FA*? 
• 'Vl/^xV #X (Lactobacillus helveticus) 14. 
7i7 • '\;i^xV#X (Lactoba 

cillns helveticus) SBT 2171 (FERM P-14381) T*-5>o 
Set. dWiSKUTftStT/cDNAS:. iMPCRft 
IC«ttUS"liT-5C:tt«J;t). E c oRVlM hRtfBa 
mHIU-f h*Wr-5^?K(ftjSI^>A^Mae^ 
ttfDNA*#SC:ta«Tf5. 'n^ODNA^^ 

•So 

[0 0 0 6] 

f-f*X ( Lactobacillus helveticus ) S^co^^^K 
>/W Rte. v^y? FRtf F U F £#g 

Wfcflao«tntRs#r*. tot, #smh©dna€ 
ttttrntUTt^ mm* w«^it***s*fc« 

#^6BB»bfc^^F«l3l3'>A^lt*'&#-r*il/h 



4 

;i/^? ^ % x (lac t Qbac LULas he 1 ve t i cus) 14, Siatt 
cd?L&Bt*<5<dt, i:ni:ft*t«*»Mo^^H 

io ^ffi(Poolman et al. , Handbook of Biomembrane, 1992) 

•S^ffi (Driessen et al. , Proc. Natl. Acad. Sci. , vo 
1.82, p. 7555, 1985) 7n h 

[0 0 0 7] 

*>\z&L<mw?2>. 
mmmi 

(a) FA*3MUX • ^^"rj fiX<D%k&fa'Afc? 

20 

Del ley^CD^ffi (Appl. Environ. Microbiol, vol.56, p 
P. 1967-1970, 1970) \Zft\,\ 7? FA*3\IUX • ^JV^r 
4ti7s (Lactobacillus helveticus) <D$k&fcMfcl : - : &m 
MLfz, TtS-tt. 7*7 FA'^X • ^Kf^Xi 
actobacillus helveticus) SBT2171 (FERM P-14381) £ 

mrs^«jt37x:. \mfflmmisfz'&. 5%uRsmni 
loomMu >mmmm (pH7. o) t 2 ®fc&htz&. m^m 

£froTffl#:£[HliRU lmMEDT A (If|/>y73 > 
30 Bgfttt) Sr^tMOmM h U 7,^«^ (pH 7. 8) 

— fe'K K-iJ>jJ-7>/WAtt» ffifi^ 500 
ug/m\tfc%<i:5\z-7'U7 L T— tfE (ifeft;^i*«) S 
•tn4Pn*JnUT. 3rC. 30»©5aa$:fTofc». ImM 
EDTA$"g-trl0mMh'J7.i^ffijg(pH 7.8)T8fe#U 

vmt¥T.mm) leou^^snb. 37r, 30 

»Ojaafifrofc«> 0. l36t&*«J:-5fcSDS 

40 (7^'j;Hjg|g^-FU^A) iSK* t 75nMt^t'5<J;'5 
CEDTA$, 200Mg/nli:^:-5J;3tr7 p n^7 

(7i/-Jk^Dn*M=l : 1) T31USfe^b» 
Ltz. 

(b) ^^FKiaifiamte^^tfDNAwwm 
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5 

e I vet i ens) SBT 2171 (FERM P-14381) <r^k^M=t\Z 
^T, $iJKi?^H pa IT, nx,. 6mm<Dftm&'tT 
lr». ^^F^jM^W^ftitlgT^trDNA^f 

[0 0 0 8] 



* 0d 1 T»6ntDNA$T4-DNA7'fy-7 

'j>*-7>;wAa» fcj:ote^a*Tiii*DNA 

[0 0 0 9] 

[*1] 



DNA»rft50Mg/ml^iS 2/zl 
lOfgPCR^®^ H-U>*'-V>A-1'Att» 10m I 

5mM dNTP'y^ (•*<— U WW AttSJ) 4m1 

lOOmM itffcv 2 Ml 

2m1 
2m1 

MS* 77 Ml 



^5-f7-l : 5' — TCCTG 
VIM Wt*X3nT^5) 
^5^ v _ 2 : 5" — ATGAC 

[0 0 10]^tC, PWO#W7- if (^— 'J>#- 
7WWAtt» lMl SflJA. TIB (1) ~ (5) CDSJSX 
S: (1)95*0. 10». (2) 95X:. 90fJ>. (3) 50*C. 2 
#. (4)72'C. 3#, (5) (2)^6(4)©30iJ--f^;KO«0 
MUz£<0, DNAWitipsSrff^. ^y^Ftft^WS 
^Site-^S^tTDNASftfeo C©DNA©*SE5< 

~03ROtffi?iJ*©iB? , J## 1 1'^-T. Km&m 

SrBSltb*:. 
[0011] *J£« 3 

(^*-©smb> Jt^n^y^Ftij^w^sf 
a&F*^tfDNA*'<^^-fciS'&bfc. -r^-fe, 

¥#>»®i£litB amH I RZSE c o R VT^#rL-Ti5t^ 
fc^JMMJ'S^-pTAQI (GencorttS) <h. USS 
M2T#f>nfcDNA$I^l/, DNA7-fy*-X 
-'J>fl-7>MAtD Tlg^S-a-T. ^^F«) 
^>A^««£^£^t?DNA£M*&/Wc^y5P F 

[0012] mmM4 

^i&ttfb^^^^A-caaufc*]** E1772* 

(J. Bacteriol., vol.173, pp. 234-244. 1991) t, mm 
7>tf->'J> lOOMg/ml^r^JPbfcmtti 



TAATTGTTTTTATTG (EcoR 
ACATTATTCATACTG (BamH 

20 

[0013] umm i 

\Z, lOnMD-SJteSJDU RStSSrftira^. 1# 

14CT^^;PLAc^nij;UT5-> (Pro-Al 
a) SaSinU ^P#WtI1t>7 p ;U$«^LT, 
>7-fJ^- (0.45Mn)T7C)»a*h7y7'bfc. 
T. ClW^^-fcfc&bfcO. lM^tU^A^ia 

^V^ffiit, *»«4i:|S|«©*j£tJ:D«»b/t 
yfhiytlT.-yt'^-T. ( Lactococcus lactis ) ODD 

m?z^??-xMMmmvfc±mmiz-D^Tbmm(D 
*****»Tffi < «ns n & mm t> & t ^ af fc. * 

40 it, #fgBj(7)^£7 h;WU • ^JP^^W^X (LactoM 
cillus helveticusK DDNA^aixgnfeTCffliaa. 7 
^ K=i>y7J7, • ( Lactococcus lactis ) fflDN 

[0014] ^JSfll 5 

WSx+XlOg/lRrXnA^H^-h U^A10g/l* 
so *iol,fcM9J&tt (U>^**X7-hU'i7A64g/K U 



(5) 



U£ A 15g/U &<tT b U OA2. 5g/L * 
it7>=E~OA5. Og/l*»e>!tt*M9ift5y^X*« 200 
■1/1. 20%y;Un-X^f8t20nil/l) T. 371C, 3P^fF^lg 
i£*^£U>6l#U^Aifi»^(pH 7.0)T?5t 
#UT, UML/c Kaback©7j& (Methods of 

Enzymology, vol.22, pp. 99-120, 1971HHSEV>, d©* 

tit/to a*. w»ufcis^e«, ^K^tc^ffl-r-sifi 
[0015] tamm 2 

/Co ^UT. 1#&, *HHMEa*10iMd:fc*J:'3K:7'X 
njl/f^^O^A^^JPL. SSlC, ISHg, 14CT 
7^H,fcPro-AlaSi«U ®mta\z*)->Zf)\> 
££PSLT, *>7y>-7 4)l5>- (0. 45 m n) T*fti^ 

3="}AT2[Elffcf£L/c&. 

©S^T^F* 9 */c. WiiLT, 

KfcA/£fcv>*«. #3B0ia>K/JoBtt. 5>*:^K©JRD 

©H/Ml&te, 45 < C©&iB*gSt;:*3HT. 
[0 0 16] 



0 6#>e>, *^hj 

37t;tr*3(t-5J:0 



st & -s £ i/ v > -a * >a ? mm -> x t- a \z * > 

I -So 



[01] *ffi«S|2Tt#?>n/c^y5 1 h*^ji^>A^K« 

[02] *^2T#e.n/c^^h**ii)i^>/^«« 

Wife ZtLZT 3 y^SB^iJ©> Hl©«£«rjiVr. 

[0 3] 5i^2T#enfc^^h*«i^>A^®* 

[04] KKffll l::&tt5*JJ§S©5^:7°^Fi&0&^ 

[0 5 ] mkM 2 c^w-sK/Mia©^^^ Kistoa* 

[0 6 ] SSf^l 2 tI*3tt-5^/jNBa©37 < CB:?>"45 , Ctr*3it 
-5 'J^Zf^ FIR 0 ji^SSr^T ^7 7TS55. 

K?*J#^ : l 
IJ?iJ©g£ : 1884 
so 12?iJ©M : WM 
m<DW. : -*« 
h#Dv>- : jgflltf 
E^J©*!^ : Genomic DNA 

mm 

QeM%i Lactobacillus helveticus 
: SBT 2171 



mm 

AAGATGGACG TTAAGGTCAT CGAAAGCAAG GTTAACTTGA TCGAAGCTGA AAAAGATGCT -12 1 



GTTAATGATG CAGTTGCTAA AGCAATTGAT TAAGTAATAT AAAGTAATAA AAATAAGGAT 
CTATCTGTAA ATAGGATAGG TCCTTATTTT TCGTGGTGTA ATTGTTTTTA TTGCTTACCT 
TAGATAAGAA AGGAGTTTTT CTTTGGGTAA ACGAGTTCAA ATACAGCATT CTTTGGACAG 
CCAAAGGGCT TGTCCACTTT ATTCTTCACT GAAATGTGGG AGCGTTTCAG TTACTACGGC 
ATG CGG GCT ATC TTA TTA TTC TAC 
Met Arg Ala He Leu Leu Phe Tyr 

1 5 
ATG TAT TAC GCA GTT ACC AAA GGT GGT TTG GGG ATG TCT CAA ACT ACT 
Met Tyr Tyr Ala Val Thr Lys Gly Gly Leu Gly Met Ser Gin Thr Thr 

10 15 20 

GCT GCT TCA ATC ATG KG ATC TAT GGT TCG CTT GTT TAT TTA TCA ACA 



-61 
-1 
60 
120 
144 



192 



240 
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(6) 



9 

Ala Ala 

25 

CTA GTT 
Leu Val 

GTC TTC 
Val Phe 

TTG CCA 
Leu Pro 

GTA GGT 
Val Gly 
90 

CTT TAT 
Leu Tyr 
105 

GTT TTC 
Val Phe 

TGG GCA 
Trp Ala 

TTC CAT 
Phe His 

GTA CAA 
Val Gin 
170 
ACA CCT 
Thr Pro 
185 

TGG GTT 
Trp Val 

GCA GGA 
Ala Gly 

ATT TTG 
He Leu 

AGC TCA 
Ser Ser 
250 
AGC TTG 
Ser Leu 
265 

CAG ATA 
Gin He 



Ser He 

GGA GGC 
Gly Gly 

TAC GGC 
Tyr Gly 
60 

GCT GGT 
Ala Gly 
75 

ACT GGA 
Thr Gly 

TCG GTT 
Ser Val 

GGG ATT 
Gly He 

GCT CAG 
Ala Gin 
140 
GCA GGA 
Ala Gly 
155 

TAT GTA 
Tyr Val 

AAT GAT 
Asn Asp 

GTC ATT 
Val He 

GTA GGG 
Val Gly 
220 
GCG ATT 
Ala lie 
235 

AAG GTT 
Lys Val 



Met Ser 
30 

TGG CTT 
Trp Leu 
45 

GGT GTG 
Gly Val 

GTA ACG 
Val Thr 

TTA TTA 
Leu Leu 

GAA GAT 
Glu Asp 
110 
AAC TTA 
Asn Leu 
125 

GGC TTC 
Gly Phe 

TTC TCA 
Phe Ser 

CTT GGT 
Leu Gly 

CCT ATT 
Pro He 
190 
ATT ATC 
He He 
205 

CAA TTA 
Gin Leu 

GCA TTG 
Ala Leu 

ACT AAG 
Thr Lys 



He Tyr Gly Ser 



AAG AAT CGG CTG 
Lys Asn Arg Leu 
270 

ATT CAG CTT GAA 
He Gin Leu Glu 

285 



TCT GAC 
Ser Asp 

CTT ATT 
Leu He 

GTG CTA 
Val Leu 
80 

AAG CCG 
Lys Pro 
95 

CCC CGT 
Pro Arg 

GGC TCA 
Gly Ser 

GGT GTC 
Gly Val 

TTA GCT 
Leu Ala 
160 
GGT AAA 
Gly Lys 
175 

GAT AAA 
Asp Lys 

ATC GCA 
He Ala 

AGC GTT 
Ser Val 

CCA ATC 
Pro He 
240 
ATT GAG 
He Glu 
255 

TTT TTC 
Phe Phe 



AGA GTA 
Arg Val 
50 

ATG TTG 
Met Leu 
65 

TAC AGG 
Tyr Arg 

AAC GTA 
Asn Val 

CGT GAC 
Arg Asp 

ATT ATT 
He He 
130 
CAT ATT 
His He 
145 

GCA GTT 
Ala Val 

AAA TAC 
Lys Tyr 

GGC GAT 
Gly Asp 

ATT GTT 
He Val 
210 
GAT AAT 
Asp Asn 
225 

TAC TAC 
Tyr Tyr 

TTA GGA 
Leu Gly 

AAA AAA 
Lys Lys 



Leu Val Tyr Leu Ser 

35 

TGG GGC 
Trp Gly 



CTT GCC ATA AAA 
Leu Ala lie Lys 
290 



GGA CAC 
Gly His 

TCG ATT 
Ser He 

TCC GAT 
Ser Asp 
100 
GCT GGT 
Ala Gly 
115 

GCT CCA 
Ala Pro 

TTT GGT 
Phe Gly 

GGT ATG 
Gly Met 

TTA TCA 
Leu Ser 
180 
TTG CTT 
Leu Leu 
195 

GCA ATT 
Ala He 

GTA ATT 
Val He 

TTC GTG 
Phe Val 

ATT CAT 
He His 
260 
GGA TAT 
Gly Tyr 
275 

AGG CAA 
Arg Gin 



TCT AGA AAA 
Ser Arg Lys 
55 

ATC GTT TTG 
He Val Leu 
70 

GCT TTA ATC 
Ala Leu He 
85 

ATG GTT GGG 
Met Val Gly 

TTC AGT ATT 
Phe Ser lie 

TGG CTT GTA 
Trp Leu Val 
135 

AGC CAA TTG 
Ser Gin Leu 
150 

TTC TTT GGT 
Phe Phe Gly 
165 

ACT GAA AGT 
Thr Glu Ser 

AAT GTG ATC 
Asn Val He 

TTA GCC GCT 
Leu Ala Ala 
215 

ACC TTA TTA 
Thr Leu Leu 

230 
ATG ATG TTT 
Met Met Phe 
245 

TTA CTA CCT 
Leu Lue Pro 

AAG CGG CTT 
Lys Arg Leu 

AGC TTT ATT 
Ser Phe He 
295 



10 

Thr 
40 
ACA 
Thr 

GCT 
Ala 

GTT 

Val 

GGT 
Gly 

TTT 

Phe 
120 
CCA 
Pro 



TTA 
Leu 

CTG 
Leu 

AAG 
Lys 
200 
ATG 
Met 

ACT 
Thr 

CGC 
Arg 



288 



336 



384 



432 



480 



528 



AAC 576 
Asn 



624 



672 



720 



768 



816 



864 



GTA 912 
Val 

AAG 960 

Lys 

280 

ATT 1008 
He 
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11 12 
CTG ATA GCG CTC ATC ATC ATG GCC AGC ATT TTG ATT CCA AAC AAA GTG 1056 
Leu He Ala Leu He He Met Ala Ser He Leu He Pro Asn Lys Val 

300 305 310 

ATC ATT GCC AAA CAT CTG CTC AAG CTG GTT TTG TTG GTG TTC TAT TGG 1104 
He He Ala Lys His Leu Leu Lys Leu Val Leu Leu Val Phe Tyr Trp 

315 320 325 

ATA GGT CTT AAT TTG ATC CCT TTT AGC ACA TTT GTT CTC TCC TTT CTT 1152 
He Gly Leu Asn Leu He Pro Phe Ser Thr Phe Val Leu Ser Phe Leu 

330 335 340 

TTT TTA GAT TAT ATC AAA CAT ATG TTT AAG AAA GAG GGG GAA CAA GCA 1200 
Phe Leu Asn Tyr He Lys His Met Phe Lys Lys Glu Gly Glu Gin Ala 
345 350 355 360 

AAA AAA ACA AAA GAA AAA AGC CGG ATT CAT CAC GGG ATT GAA ATC.CCG 1248 
Lys Lys Thr Lys Glu Lys Ser Arg He His His Gly He Glu He Pro 

365 370 375 

TTG TTT CTC CGG CAA TTA ATC ATA AAT ATA TTC ACC CTA ATA ATT TTG 1296 
Leu Phe Leu Arg Gin Leu He He Asn He Phe Thr Leu He He Leu 

380 385 390 

GAA GGC GAA ACG CTT TTT GAT GAA AAT GGG GTA GAG GTC AAT ATT GCT 1344 
Glu Gly Glu Thr Leu Phe Asp Glu Asn Gly Val Glu Val Asn He Ala 

395 400 405 

GAA CAT CCA GTG CAA GGA TAT ACG GAA TTG AAT ATC AAC CTT TTG AAT 1392 
Glu His Pro Val Gin Gly Tyr Thr Glu Leu Asn He Asn Leu Leu Asn 

410 415 420 

AAA GAT AGC ATT GAT TTG TGG GCT GAT TGG ATT CAA AGC GTT GCA AAA 1440 
Lys Asp Ser He Asp Leu Trp Ala Asp Trp He Gin Ser Val Ala Lys 
425 . 430 435 440 

TAT TTG CTT AAT ATC ATG TAT ACG GCA GAT GTG ATC GTA ATA ATT ATT 1488 
Tyr Leu Lue Asn He Met Tyr Thr Ala Asp Val He Val He He He 

445 450 455 

TTC TAC CTC GTG AAG ATG GCG GCA TTG TGG TGG GCA TGG TCG TAT ATA 1536 
Phe Tyr Leu Val Lys Met Ala Ala Leu Trp Trp Ala Trp Ser Tyr He 

460 465 470 

CCG TTG AGT ACA GTA TTT GTA GGC TAT AAA TAC TCA GGT AAA GAT GAG 1584 
Pro Leu Ser Thr Val Phe Val Gly Tyr Lys Tyr Ser Gly Lys Asp Glu 

475 480 485 

TCC TTG CAA GCT GCT TTA GAA GTT TTA TGATAATGGA TCAAAGATTG 1631 
Ser Leu Gin Ala Ala Leu Glu Val Leu 

490 495 
AATTAAAAAA CCTTCTCGCA ATGAGAAGGT TTTTCGTTAG AATTCAGTAT GAATAATGTC 1691 
ATCTTCTGGA CGATGTGCTT GG 1703 



(8) 



[mi] 



AACATGGACGTTAAGGTCATCGAAAGCAAGGTTAA - 1 2 1 

KMDVKV I ES KVNL I E A E K DA 

GTTAATCATGCAGTTQCTAAAGCAA - SI 

tfNDAVAKAI D stop 

PepN 

CTATCTXH^AAATAG GAT^ -1 

TAGATAAGAAAC&AGTrriTCTTTGGGTAAA^^ 60 

•35 

CC AAAGGGCTTGTCCACTTTAT^TC TACGGC 120 

-10 RBS 

ATGCGGGCTATCTTATTATTCTACATGTATTACGCAGTT^ 180 
M RAILLFYMYYAVTKGGLGM 
— DtpT^ TMS I 

TCTCAAAOTACTGCTGCTTCAATCATGTCGATCT 240 
_S Q T T AASIMSIYGSLVYL ST 

msH 

CTAGTTGG AGGCTGGCTTTCTGACAGAGTATGGGGCT^ 300 

L V G G W L SDRVWGSRKTVF Y G 

TMS HI 

GGTGTGCTTATTATGTTGGGACACATCGTTTTGGCr 3 60 

G V L I M LGHIVLALPAGVTVL 



TACAGGTCGATTGCTTTAATCGTTGTAGGTACTT^ATTA 420 
Y R S I A L IVVG TGLLKPNVSD 
TMS IV ~" ~ ~~~ ™ 

ATGGTTGGGGGTCTTTATTCGGTTGAAGATCCCC^ 480 

M V G G L Y SVEDPRRDAGFS I F 

TOSV 

GTTTTCGGGATTAACTTAGGCTCAATTATTGCTCCATC 540 
VFGINLGSIIAPWLVPWA A Q 
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GGCTTCGGTGTCCATATTTTTGGTAGCCAATTG^ 600 
GFGVHIFGSQLNFH A G F SLA 

TMSVI 

GCAGTTCOTATGTTCrTTGGTTTAGTAC 660 
AVGMFFGLVQYVLGG K K Y L S 

ACTGAAAGTCTGACACCTAATGATCCTATTGATAAAGGOGATTTGCT 720 
TESLTPNDPIDKGDLLN V I K 

TMSW 

TGGGTTGTCATTATTATCATCGCAATTGTTC 7 80 

WVV1II1AIVAILAAMA G V G 

CAATTAAGCGTTGATAATGTAATTACCTTAT^ 840 
Q L S V D N VITLLTILAI ALPI 

TACTACTTCGTGATGATGTTTCGCAGCTCAAAGtf 900 
Y Y F V M M F RSSKVTXIELGIH 

TTACTACCTGTAAGCTTCAAGAATCGGCTGTTTTTCAAA^^ 960 
LLPVSLKNRLFFKKGYKRLK 



OVGATAATTCAGCTTGAACrrTCCC^ 1020 
QIIQLELAIKRQS F I I L I A L 

IMS DC 

ATCATC ATGGCCAGCATTTTG ATTC C AAACAAAG TOATCATTGCCAAACATCTGCTCAAG 1080 
IIMASILIPNKVII A K H L L K 



CTGGTITTGTTGGTGTTCTATTGGATAGGTCTTAAT^ 1140 
LVLLVFYVf IGLNLI PFSTFV 
TMSX 



CICTCCTTTCTTTTTTTAGATTAT^ 
LSFLFLDYIKHMFKKEGEQA 



1200 
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[0 3] 

AAAAAAAC AAAAG AAAAAAGCCGG ATTC ATCACGGG ATTGAAATC CCGTTGTTTC TCCGG 1250 
KKTKEKSRIHH GIEIPLFLR 

TMSXI _ 

C AATTAATC AT AAATATATTC ACC CT AATAATTTTGG AAGGCG AAACGC TTTTTGATGAA 132 0 

QLIINIFTLIIL EGETLFDE 



AATGGGGTAGAGGTCAATATTGCTGAACATCCAGTGCAAGGATATACGGAATTGAATATC 1380 
NGVEVNIAEHPVQGYTELNl 



AACCTTTTGAATAAAGATAGCATTGATTTGTGGGC^ 1440 
NI*LNKDS I DLWADWI QSVAK 



TATTTGCTTAATATCATGTATAOGGCAGATGTGATCGTAATAATTAx 1500 
Y L L N I MYTADVIVIIIFYLV 
TMSXII 

AAGATGGCGGCATTGTGGTCGGCATGGTCGTATATACCGTTGAGTACAGTATTTGTAG 1 S 6 0 

KMAALWWAWSYI PLSTVFVG 



TATAAATACTCAGGTAAAGATCAGTCCTTGCAAGCTGCTTTAGAAGTTT^ 1620 
YKYSGKDESLQAALEVL - - 



ATCAAAGATTGAATTAAAAAACCTTCTCGCAATGAG 168 0 

? ^ . 

*IH3AATAATGTCATCTTCTGGAOGATGTGG!T/KX3 



(RBS) 
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TMS : >XS >75 
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(57)Abstract: 

PROBLEM TO BE SOLVED: To obtain a DNA that has high heat stability and is useful for production 
of peptide-transporting protein that can specifically take in di- and tri- peptide by incorporating the 
gene of the peptide-transporting protein originating from Lactobacillus helveticus into the vector. 
SOLUTION: The gene of a peptide-transporting protein originating from Lactobacillus helveticus as 
Lactobacillus helveticus SBT-2171 (FERM P-14381) or a peptide-transporting protein gene that is 
obtained by cleaving the chromosomal gene of Lactobacillus helveticus with a restriction enzyme 
Hpa I is included. This DNA is incorporated into a vector, a microorganism is transformed with this 
vector and cultured. Then, the resultant peptide-transporting protein is added to prepare membrane 
vesicles. 
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3.1n the drawings, any words are not translated. 



CLAIMS 



[Claim(s)] 

[Claim 1] Lactobacillus helveticus (Lactobacillus helveticus) DNA containing the peptide transporter 
protein gene of the origin. 

[Claim 2] Lactobacillus helveticus (Lactobacillus helveticus) DNA containing the peptide transporter 
protein gene obtained by cutting a chromosomal gene with a restriction enzyme Hpal. 
[Claim 3] Lactobacillus helveticus (Lactobacillus helveticus) the DNA fragment obtained by cutting a 
chromosomal gene with a restriction enzyme Hpal — reverse PCR (inverse PCR) — DNA containing 
the peptide transporter protein gene which has the EcoRV site and BamHI site which are obtained by 
amplifying by law. 

[Claim 4] Lactobacillus helveticus (Lactobacillus helveticus) DNA according to claim 1 to 3 which is 
Lactobacillus helveticus (Lactobacillus helveticus) SBT 2171 (FERM P-14381). 

[Claim 5] The vector which has the peptide transporter protein production ability incorporating DNA 
according to claim 1 to 4. 

[Claim 6] The microorganism which has the peptide transporter protein production ability which 
carried out the transformation by the vector according to claim 5. 

[Claim 7] The membrane vesicle containing the peptide transporter protein prepared from the fungus 
body which the microorganism according to claim 6 was cultivated [ fungus body ] and made peptide 
transporter protein produce. 
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DETAILED DESCRIPTION 



[Detailed Description of the Invention] 
[0001] 

[Field of the Invention] This invention relates to DNA containing the peptide transporter protein gene 
originating in Lactobacillus helveticus (Lactobacillus helveticus) of lactic acid bacteria. Moreover, this 
invention relates to the vector which has the peptide transporter protein production ability 
incorporating this DNA. Furthermore, this invention relates to the membrane vesicle containing the 
peptide transporter protein prepared from the microorganism which has the peptide transporter 
protein production ability which carried out the transformation by this vector, and the fungus body 
which this microorganism was cultivated [ fungus body ] and made peptide transporter protein 
produce. 
[0002] 

[Description of the Prior Art] It is known that a living thing will produce various transporter protein 
from the need of incorporating a nutrient from the outside of a living body. And various peptide 
transporter protein is found out until now (Mol.Microbiol., vol.16, p.825, 1995). This peptide transporter 
protein can roughly be classified into two types according to the acquisition format of the energy 
source consumed on the occasion of transportation. The first type uses ATP (adenosine 
triphosphate) in the living body, this type of peptide transporter protein is called ABC transportation 
protein — the prominent total theory of Higgins is known (Annu.Rev.Cell Biol., vol.8, p.67, 1992). The 
second type belongs to a PTR family and is Steiner. It is named (Mol.Microbiol., vol.16, p.825, 1995). 
This peptide transporter protein performs peptide transportation using the concentration difference 
(proton motive force) of the proton of cell inside and outside. Although the peptide transporter 
protein using the proton motive force which is the second type was found out by many living things, 
they were [ that the peptide transporter protein of the RAKUTOKOKKASU RAKUCHISU 
(Lactococcus lactis) origin is only known, and ] as what originates in eukaryote and originates in a 
procaryote (J.Biol.Chem., vol.264, p.11391, 1994). However, RAKUTOKOKKASU RAKUCHISU 
(Lactococcus lactis) Since it is mesophilic lactic acid bacteria, it is RAKUTOKOKKASU RAKUCHISU 
(Lactococcus lactis). The peptide transporter protein of the origin had the fault that it could be used 
only in the moderate temperature region around 30 degrees C. 
[0003] 

[Problem(s) to be Solved by the Invention] this invention persons are Lactobacillus helveticus 
(Lactobacillus helveticus), when research was wholeheartedly advanced about the peptide transporter 
protein originating in a procaryote. It found out that peptide transporter protein might be produced. 
Then, cloning of the gene of Lactobacillus helveticus (Lactobacillus helveticus) was carried out, DNA 
which may produce peptide transporter protein was acquired, and it checked that the Escherichia coli 
which carried out the transformation by the vector incorporating this DNA produced the peptide 
transporter protein which has the property to incorporate a dipeptide and tripeptide specifically. 
Furthermore, it came to complete a header and this invention for the ability of a dipeptide and 
tripeptide to be incorporated specifically by using the membrane vesicle containing the peptide 
transporter protein prepared from the Escherichia coli which produced peptide transporter protein. 
Therefore, this invention is Lactobacillus helveticus (Lactobacillus helveticus). Let it be a technical 
problem to offer DNA containing the peptide transporter protein gene of the origin. Moreover, this 
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invention makes it a technical problem to offer the vector which has the peptide transporter protein 
production ability incorporating DNA containing the peptide transporter protein gene of the 
Lactobacillus helveticus (Lactobacillushelveticus) origin. Furthermore, this invention makes it a 
technical problem to offer the microorganism which carried out the transformation by the vector 
which has peptide transporter protein production ability, and to offer the membrane vesicle containing 
the peptide transporter protein prepared from the fungus body which this microorganism was 
cultivated [ fungus body ] and made peptide transporter protein produce. 
[0004] 

[Means for Solving the Problem] Therefore, this invention is DNA containing the peptide transporter 
protein gene of the Lactobacillus helveticus (Lactobacillus helveticus) origin. This invention is DNA 
containing the peptide transporter protein gene obtained again by cutting the chromosomal gene of 
Lactobacillus helveticus (Lactobacillus helveticus) with a restriction enzyme Hpal. DNA obtained 
when this invention cuts the chromosomal gene of Lactobacillus helveticus (Lactobacillus helveticus) 
with a restriction enzyme Hpal again — reverse PCR (inversePCR) — it is DNA containing the 
peptide transporter protein gene which has the EcoRV site and BamHI site which are obtained by 
amplifying by law. This invention is said DNA whose Lactobacillus helveticus (Lactobacillus helveticus) 
is Lactobacillus helveticus (Lactobacillus helveticus) SBT 2171 (FERM P-14381) again. This invention 
is a vector which has the peptide transporter protein production ability incorporating said DNA again. 
This invention is a microorganism which has the peptide transporter protein production ability which 
carried out the transformation by said vector again. This invention is a membrane vesicle containing 
the peptide transporter protein prepared from the fungus body which said microorganism was 
cultivated [ fungus body ] and made peptide transporter protein produce again. 

[0005] Hereafter, this invention is explained in detail. DNA containing the peptide transporter protein 
gene of the Lactobacillus helveticus (Lactobacillus helveticus) origin of this invention is Lactobacillus 
helveticus (Lactobacillus helveticus) acquired by Delley's and others approach 

(AppI.Environ.Microbiol., vol.56, p.1967, 1990) etc. It can obtain by cutting a chromosomal gene with a 
restriction enzyme Hpal. In addition, specifically in this invention, Lactobacillus helveticus 
(Lactobacillus helveticus) is Lactobacillus helveticus (Lactobacillus helveticus) SBT 2171 (FERM 
P-14381). Furthermore, DNA containing the peptide transporter protein gene which has an EcoRV 
site and a BamHI site can be obtained by amplifying DNA obtained by doing in this way by the 
reverse PCR method. Such DNA is included in a vector, the vector which has peptide transporter 
protein production ability is obtained, further, by the obtained vector, the transformation of the 
microorganisms, such as Escherichia coli and a Bacillus subtilis, can be carried out, and the 
microorganism to which the production ability of peptide transporter protein was given can be 
obtained. 
[0006] 

[Embodiment of the Invention] The peptide transporter protein of the Lactobacillus helveticus 
(Lactobacillus helveticus) origin of this invention has the property which tackles a dipeptide and 
tripeptide specifically. Therefore, the membrane vesicle containing the peptide transporter protein 
prepared from the microorganism which carried out the transformation by the plasmid which has the 
peptide transporter protein production ability which included DNA of this invention in the vector, and 
the fungus body which these microorganisms were cultivated [ fungus body ] and made peptide 
transporter protein produce can be used as peptide transporter protein. For example, the membrane 
vesicle which took out and prepared the membrane component from the fungus body of these 
microorganisms itself and the fungus body can be used for the support for condensing a peptide, a 
dipeptide, and tripeptide specifically, the sensor which detects a dipeptide and tripeptide specifically. 
Lactobacillus helveticus (Lactobacillus helveticus) Since it is the lactic acid bacteria of the 
thermophylic, the peptide transporter protein of this invention originating in this has the description 
that the pyrosphere around 50 degrees C can also be used, in addition, approach (Poolman et al., 
Handbook of Biomembrane, 1992) which used ion inclination when a membrane vesicle was used as 
peptide transporter protein The approach (Driessen et al., Proc.Natl.Acad.ScL, vol.82, p.7555, 1985) of 
uniting with the cytochrome C oxidase of the nucardia muscle origin etc. — it is good to use it, 
combining a proton motive force generation method suitably. 
[0007] 
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[Example] Next, an example and the example of a trial are shown and this invention is explained in 
more detail. 

According to the approach (Appl. Environ. Microbiol.vol.56, pp.1967-1970, 1970) of the preparation 
Delley of the chromosomal gene of example 1 (a) Lactobacillus helveticus, the chromosomal gene of 
Lactobacillus helveticus (Lactobacillus helveticus) was prepared. Namely, Lactobacillus helveticus 
SBT 2171 (FERM P-14381) (Lactobacillus helveticus) By the MRS culture medium, the MRS culture 
medium was inoculated 5% and 37-degree C 37 degrees C were cultivated for 5 hours, after 
cultivating for 16 hours. After a 100mM phosphate buffer solution (pH7.0) washes the obtained 
culture twice, centrifugal separation is performed and fungus bodies are collected, and it is ImMEDTA 
(ethylenediaminetetraacetic acid). It suspended in included 10mM tris buffers (pH 7.8). Next, 
actuation for destroying a fungus body was performed. That is, concentration Protease K (Boehringer 
Mannheim make) so that concentration may become fungus body suspension in ml and 250microg / 
After having added Protease E (Seikagaku make), respectively so that it might become in ml and 
SOOmicrog /, and performing 37 degrees C and processing for 30 minutes, 10mM tris buffers (pH 7.8) 
containing ImM EDTA washed, and the processing fungus body was suspended in this buffer solution. 
After adding MUTANO lysine (Seikagaku make) 160U to this processing fungus body suspension and 
performing 37 degrees C and processing for 30 minutes to it, concentration Concentration EDTA so 
that it may become 0.1% and concentration may serve as 75mM(s) in SDS (sodium lauryl sulfate) 
Protease K was added, respectively so that it might become in ml and 200microg /, and 65 degrees C 
and processing of 2 hours were performed. And the organic solvent (phenol: chloroform =1:1) washed 
the fungus body suspension which performed the above-mentioned processing 3 times, and after 
separating liquids with this organic solvent and collecting water layers, the sterilization toothpick 
rolled round and recovered the chromosomal gene from the settlings which added and generated cold 
ethanol so that the last concentration might become 70% in this water layer, 
(b) Lactobacillus helveticus SBT 2171 (FERM P-14381) of ****** of DNA containing a peptide 
transport protein gene (Lactobacillus helveticus) About the chromosomal gene, the restriction 
enzyme Hpal performed 37 degrees C and decomposition of 6 hours, and DNA containing a peptide 
transporter protein gene was obtained. 

[0008] DNA containing an example 2 (magnification of DNA) peptide transporter protein gene was 
amplified by the reverse PCR method. That is, DNA obtained in the example 1 was combined by 
T-four-DNA ligase (Boehringer Mannheim make), and it considered as the circular DNA, and 
considered as the mold for magnification. In addition, the presentation shown in Table 1 performed 
magnification of DNA. 
[0009] 
[Table 1] 

50microg [/ml ] DNA fragment solution 2microl 10 time PCR 

buffer solution (Boehringer Mannheim make) 10microl 5mM dNTP mix (Boehringer Mannheim make) 
4microl 100mM Magnesium chloride 2microl Primer 1 2microl Primer 2 2microl Sterilized water 

77microl Primer 1:5' - TCCTGTAATTGTTTTTATTG (the EcoRV 

site is introduced) 

Primer 2:5' - ATGACACATTATTCATACTG (the BamHl site is introduced) 

[0010] Next, PWO polymerase (Boehringer Mannheim make) Imicrol It adds. The reaction process of 
the following (1) - (5): (1) 95 degree C, 10 minutes, and (2) 95 degree C, 90 seconds, and (3) By the 
repeat of 30 cycles of (5) and (2) to (4), DNA was amplified and DNA containing a peptide transporter 
protein gene was obtained for (4) 72 degree C and 3 minutes for 50 degree C and 2 minutes. The 
amino acid sequence presumed from the base sequence of this DNA and its base sequence is shown 
in drawing 1 - drawing 3 , and the array number 1 of an array table. In addition, just before starting a 
reaction, multistory [ of the sterilization mineral oil ] was carried out, and evapotranspiration of 
moisture was prevented. 

[001 1] DNA containing the peptide transporter protein gene by which example 3 (preparation of 
vector) magnification was carried out was combined with the vector. That is, mixed DNA obtained in 
the vector pTAQI for Escherichia coli (product made from Gencor) beforehand cut with restriction 
enzymes BamHI and EcoRV, and the example 2, it was made to join together by DNA ligase 
(Boehringer Mannheim make), and the vector which has the peptide transporter protein production 
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ability incorporating DNA containing a peptide transporter protein gene was obtained. 
[0012] The transformation of a microorganism was performed using the vector which has example 4 
(transformation of microorganism) peptide transporter protein production ability. Namely, Escherichia 
coli beforehand processed with the calcium chloride The vector which has the peptide transporter 
protein production ability obtained in the example 3 was mixed with E1772 share (J.Bacteriol., vol.173, 
pp.234-244, 1991), the vector was introduced into Escherichia coli by 42 degrees C and the heat 
shock for 90 seconds, and the Escherichia coli which has peptide transporter protein production 
ability was obtained. In addition, the vector introduced into Escherichia coli is ampicillin. Culture 
medium which added ml in 100microg /(peptone 10g/L, yeast extract 5 g/l, salt 5 g/l) It chose. 
[0013] The 10mMD-lactic acid was added to the Escherichia coli which has the peptide transporter 
protein production ability obtained in the example of trial 1 (measurement of the amount of dipeptide 
incorporation of Escherichia coli) example 4, and oxygen was blown into it. The prolyl alanine 
(Pro-Ala) which carried out the label by 14C is added after 1 minute, a sample is extracted with time, 
and it is a membrane filter. (0.45 micrometers) The trap of the Escherichia coli was carried out. And 
after the 0.1 M lithium chloride which ice-cooled this filter washed twice, the filter was dissolved in 
the liquid scintillation cocktail, radioactivity was measured, and the amount of dipeptide incorporation 
of Escherichia coli was calculated. Moreover, the trial with the same said of the Escherichia coli 
which carried out the transformation by the vector which has the peptide transporter protein 
production ability which incorporated as contrast the Escherichia coli which has not carried out a 
transformation, and the DNA fragment of RAKUTOKOKKASU RAKUCHISU (Lactococcus lactis) 
prepared by the same approach as an example 4 was performed. A result is shown in drawing 4 . As 
for the Escherichia coli which has not carried out a transformation, from the result shown in drawing 
4 , the amount of dipeptide incorporation did not almost have a very low increment with time, either. 
Moreover, the Escherichia coli introduced in DNA of Lactobacillus helveticus (Lactobacillus 
helveticus) of this invention became clear [ that the amount of dipeptide incorporation is very high ] 
from the Escherichia coli introduced in DNA of RAKUTOKOKKASU RAKUCHISU (Lactococcus lactis). 

[0014] The Escherichia coli which has the peptide transporter protein production ability obtained in 
the example 5 (preparation of a membrane vesicle) example 4 was cultivated, and the membrane 
vesicle was prepared from the fungus body which made peptide transporter protein produce. That is, 
by M9 culture medium (M9 salt mix solution 200 ml/I, 20% glucose solution 20 ml/I which consist of 
disodium hydrogenphosphate 64 g/l, potassium-dihydrogenphosphate 15 g/l, sodium chloride 2.5 g/l, 
and ammonium-chloride 5.0 g/l) which added a 10g [/I. ] yeast extract and the 10g [/I. ] sodium 
succinate, after cultivating for 3 hours, the harvest of the 37 degrees C of the cultures was washed 
and carried out with the potassium phosphate buffer solution (pH 7.0). And according to the approach 
(Methods of Enzymology, vol.22, pp.99-120, 1971) of Kaback, the membrane vesicle which contains 
peptide transporter protein from this Escherichia coli was prepared. In addition, the prepared 
membrane vesicle was saved in liquid nitrogen, until just before using it for each trial. 
[0015] To the suspension of the membrane vesicle containing the peptide transporter protein 
obtained in the example of trial 2 (measurement of the amount of dipeptide incorporation of a 
membrane vesicle) example 5, the last concentration is SOmicroM. The phenazine methosulfate was 
added so that it might become, air was blown, and it held at 30 degrees C. And after 1 minute, an 
ascorbic-acid potassium is added so that the last concentration may serve as 10mM(s), Pro-Ala 
which carried out the label by 14C is further added after 1 minute, a sample is extracted with time, 
and it is a membrane filter. (0.45 micrometers) The trap of the Escherichia coli was carried out. After 
the 0.1 M lithium chloride which ice-cooled this filter washed twice, the filter was dissolved in the 
liquid scintillation cocktail, radioactivity was measured, and the amount of dipeptide incorporation of a 
membrane vesicle was calculated. Moreover, the trial with the same said of the membrane vesicle 
prepared as contrast from the Escherichia coli which has not carried out a transformation was 
performed. A result is shown in drawing 5 . Although the membrane vesicle prepared from the 
Escherichia coli which has not carried out a transformation had the amount of incorporation of a 
dipeptide lower than the result shown in drawing 5 and there was also almost no change with time, 
the membrane vesicle of this invention became clear [ that the amount of incorporation of a dipeptide 
is very high ]. Furthermore, the amount of dipeptide incorporation of the membrane vesicle of this 
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invention was measured in 37 degrees C and 45 degrees C. A result is shown in drawing 6 . From 
drawing 6 , it became clear activity was still higher rather than the membrane vesicle of this invention 
was able to be set at 37 degrees C in a 45-degree C pyrosphere. 
[0016] 

[Effect of the Invention] Since it has the property to incorporate a dipeptide and tripeptide 
specifically, the peptide transporter protein produced by the microorganism which carried out the 
transformation by the vector incorporating DNA containing the peptide transporter protein gene of 
this invention has the good absorptivity in an intestinal tract, and in case the dipeptide and tripeptide 
which are said for use effectiveness to be high are condensed, it can be used. Moreover, these can 
also be made into the sensor used in case a dipeptide and tripeptide are detected. Its thermal 
stability is high, and since especially the peptide transporter protein produced by this invention has 
activity also in the pyrosphere which is about 50 degrees C, it is useful as the concentration 
equipment connected to the proteolysis system said for the enzyme reaction in an elevated 
temperature to be required on-line, or the sensor section. 



[Translation done.] 
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DESCRIPTION OF DRAWINGS 



[Brief Description of the Drawings] 

fDrawing 11 The amino acid sequence presumed from the base sequence of DNA containing the 
peptide transporter protein production gene obtained in the example 2 and its base sequence is 
shown. 

fDrawing 21 A continuation [ the amino acid sequence presumed from the base sequence of DNA 
containing the peptide transporter protein production gene obtained in the example 2 and its base 
sequence ] of drawing 1 is shown. 

fDrawing 31 A continuation [ the amino acid sequence presumed from the base sequence of DNA 
containing the peptide transporter protein production gene obtained in the example 2 and its base 
sequence ] of drawing 2 is shown. 

fDrawing 41 It is the graph which shows the amount of dipeptide incorporation of the Escherichia coli 
in the example 1 of a trial. 

fDrawing 51 It is the graph which shows the amount of dipeptide incorporation of the membrane 
vesicle in the example 2 of a trial. 

fDrawing 61 It is the graph which shows the amount of dipeptide incorporation in 37 degrees C of the 
membrane vesicle in the example 2 of a trial, and 45 degrees C. 
[Layout Table] 
Array number: 1 

The die length of an array: 1884 
The mold of an array: Nucleic acid 
The number of chains: Double strand 
Topology: The shape of a straight chain 
The class of array: Genomic DNA 
Origin 

Living-thing name: Lactobacillus helveticus 

Stock name: SBT 2171 

Array 

AAGATGGACG TTAAGGTCAT CGAAAGCAAG GTTAACTTGA TCGAAGCTGA AAAAGATGCT -121 
GTTAATGATG CAGTTGCTAA AGCAATTGAT TAAGTAATAT AAAGTAATAA AAATAAGGAT -61 
CTATCTGTAA ATAGGATAGG TCCTTATTTT TCGTGGTGTA ATTGTTTTTA TTGCTTACCT -1 
TAGATAAGAA AGGAGTTTTT CTTTGGGTAA ACGAGTTCAA ATACAGCATT CTTTGGACAG 60 
CCAAAGGGCT TGTCCACTTT ATTCTTCACT GAAATGTGGG AGCGTTTCAG TTACTACGGC 120 
ATG CGG GOT ATC TTA TTA TTC TAC 144 
Met Arg Ala He Leu Leu Phe Tyr 
1 5 

ATG TAT TAC GCA GTT ACC AAA GGT GGT TTG GGG ATG TCT CAA ACT ACT 192 
Met Tyr Tyr Ala Val Thr Lys Gly Gly Leu Gly Met Ser Gin Thr Thr 
10 15 20 

GCT GCT TCA ATC ATG TCG ATC TAT GGT TCG CTT GTT TAT TTA TCA ACA 240 
Ala Ala Ser He Met Ser He Tyr Gly Ser Leu Val Tyr Leu Ser Thr 
25 30 35 40 
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CTA GTT GGA GGC TGG CTT TCT GAC AGA GTA TGG GGC TCT AGA AAA ACA 288 
Leu Val Gly Gly Trp Leu Ser Asp Arg Val Trp Gly Ser Arg Lys Thr 
45 50 55 

GTC TTC TAC GGC GGT GTG CTT ATT ATG TTG GGA CAC ATC GTT TTG GCT 336 
Val Phe Tyr Gly Gly Val Leu lie Met Leu Gly His lie Val Leu Ala 
60 65 70 

TTG CCA GCT GGT GTA ACG GTG CTA TAC AGG TCG ATT GCT TTA ATC GTT 384 
Leu Pro Ala Gly Val Thr Val Leu Tyr Arg Ser He Ala Leu He Val 
75 80 85 

GTA GGT ACT GGA TTA TTA AAG CCG AAC GTA TCC GAT ATG GTT GGG GGT 432 
Val Gly Thr Gly Leu Leu Lys Pro Asn Val Ser Asp Met Val Gly Gly 
90 95 100 

CTT TAT TCG GTT GAA GAT CCC CGT CGT GAC GCT GGT TTC AGT ATT TTT 480 
Leu Tyr Ser Val Glu Asp Pro Arg Arg Asp Ala Gly Phe Ser He Phe 
105 110 115 120 

GTT TTC GGG ATT AAC TTA GGC TCA ATT ATT GCT CCA TGG CTT GTA CCA 528 
Val Phe Gly lie Asn Leu Gly Ser He He Ala Pro Trp Leu Val Pro 
125 130 135 

TGG GCA GCT CAG GGC TTC GGT GTC CAT ATT TTT GGT AGC CAA TTG AAC 576 
Trp Ala Ala Gin Gly Phe Gly Val His He Phe Gly Ser Gin Leu Asn 
140 145 150 

TTC CAT GCA GGA TTC TCA TTA GCT GCA GTT GGT ATG TTC TTT GGT TTA 624 
Phe His Ala Gly Phe Ser Leu Ala Ala Val Gly Met Phe Phe Gly Leu 
155 160 165 

GTA CAA TAT GTA CTT GGT GGT AAA AAA TAC TTA TCA ACT GAA AGT CTG 672 
Val Gin Tyr Val Leu Gly Gly Lys Lys Tyr Leu Ser Thr Glu Ser Leu 
170 175 180 

ACA CCT AAT GAT CCT ATT GAT AAA GGC GAT TTG CTT AAT GTG ATC AAG 720 
Thr Pro Asn Asp Pro He Asp Lys Gly Asp Leu Leu Asn Val He Lys 
185 190 195 200 

TGG GTT GTC ATT ATT ATC ATC GCA ATT GTT GCA ATT TTA GCC GCT ATG 768 
Trp Val Val He He He He Ala He Val Ala He Leu Ala Ala Met 
205 210 215 

GCA GGA GTA GGG CAA TTA AGC GTT GAT AAT GTA ATT ACC TTA TTA ACT 816 
Ala Gly Val Gly Gin Leu Ser Val Asp Asn Val He Thr Leu Leu Thr 
220 225 230 

ATT TTG GCG ATT GCA TTG CCA ATC TAC TAC TTC GTG ATG ATG TTT CGC 864 
He Leu Ala He Ala Leu Pro He Tyr Tyr Phe Val Met Met Phe Arg 
235 240 245 

AGC TCA AAG GTT ACT AAG ATT GAG TTA GGA ATT CAT TTA CTA CCT GTA 912 
Ser Ser Lys Val Thr Lys He Glu Leu Gly He His Leu Lue Pro Val 
250 255 260 

AGC TTG AAG AAT CGG CTG TTT TTC AAA AAA GGA TAT AAG CGG CTT AAG 960 
Ser Leu Lys Asn Arg Leu Phe Phe Lys Lys Gly Tyr Lys Arg Leu Lys 
265 270 275 280 

CAG ATA ATT CAG CTT GAA CTT GCC ATA AAA AGG CAA AGC TTT ATT ATT 1008 
Gin He He Gin Leu Glu Leu Ala He Lys Arg Gin Ser Phe He He 
285 290 295 

CTG ATA GCG CTC ATC ATC ATG GCC AGC ATT TTG ATT CCA AAC AAA GTG 1056 
Leu He Ala Leu He He Met Ala Ser He Leu He Pro Asn Lys Val 
300 305 310 

ATC ATT GCC AAA CAT CTG CTC AAG CTG GTT TTG TTG GTG TTC TAT TGG 1 104 
He He Ala Lys His Leu Leu Lys Leu Val Leu Leu Val Phe Tyr Trp 
315 320 325 
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ATA GGT CTT AAT TTG ATC CCT TTT AGO ACA TTT GTT CTC TCC TTT CTT 1 1 52 
He Gly Leu Asn Leu He Pro Phe Ser Thr Phe Val Leu Ser Phe Leu 
330 335 340 

TTT TTA GAT TAT ATC AAA CAT ATG TTT AAG AAA GAG GGG GAA CAA GCA 1200 
Phe Leu Asn Tyr He Lys His Met Phe Lys Lys Glu Gly Glu Gin Ala 
345 350 355 360 

AAA AAA ACA AAA GAA AAA AGC CGG ATT CAT CAC GGG ATT GAA ATC CCG 1248 
Lys Lys Thr Lys Glu Lys Ser Arg He His His Gly He Glu He Pro 
365 370 375 

TTG TTT CTC CGG CAA TTA ATC ATA AAT ATA TTC ACC CTA ATA ATT TTG 1296 
Leu Phe Leu Arg Gin Leu He lie Asn He Phe Thr Leu He He Leu 
380 385 390 

GAA GGC GAA ACG CTT TTT GAT GAA AAT GGG GTA GAG GTC AAT ATT GCT 1344 
Glu Gly Glu Thr Leu Phe Asp Glu Asn Gly Val Glu Val Asn He Ala 
395 400 405 

GAA CAT CCA GTG CAA GGA TAT ACG GAA TTG AAT ATC AAC CTT TTG AAT 1392 
Glu His Pro Val Gin Gly Tyr Thr Glu Leu Asn He Asn Leu Leu Asn 
410 415 420 

AAA GAT AGC ATT GAT TTG TGG GCT GAT TGG ATT CAA AGC GTT GCA AAA 1440 
Lys Asp Ser He Asp Leu Trp Ala Asp Trp He Gin Ser Val Ala Lys 
425 430 435 440 

TAT TTG CTT AAT ATC ATG TAT ACG GCA GAT GTG ATC GTA ATA ATT ATT 1488 
Tyr Leu Lue Asn He Met Tyr Thr Ala Asp Val He Val He He He 
445 450 455 

TTC TAC CTC GTG AAG ATG GCG GCA TTG TGG TGG GCA TGG TCG TAT ATA 1 536 
Phe Tyr Leu Val Lys Met Ala Ala Leu Trp Trp Ala Trp Ser Tyr He 
460 465 470 

CCG TTG AGT ACA GTA TTT GTA GGC TAT AAA TAC TCA GGT AAA GAT GAG 1584 
Pro Leu Ser Thr Val Phe Val Gly Tyr Lys Tyr Ser Gly Lys Asp Glu 
475 480 485 

TCC TTG CAA GCT GCT TTA GAA GTT TTA TGATAATGGA TCAAAGATTG 1631 
Ser Leu Gin Ala Ala Leu Glu Val Leu 
490 495 

AATTAAAAAA CCTTCTCGCA ATGAGAAGGT TTTTCGTTAG AATTCAGTAT GAATAATGTC 1691 
ATCTTCTGGA CGATGTGCTT GG 1703 



[Translation done.] 
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